The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 



form: 



Application Serial Number: 



Source: 
Date Processed by STIC: 
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RECEIVED 

APR 2 5 2001 

TECH CENTER 1600/2900 



THE ATTACHED PIUNTOUT EXPLAmS DETOCTED EF^ 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
V ' t APPUCANT, WITH A NOTICE TO COMPI^ or^ /^i;^vr^v^>- ^^^^ 

2) TELEPHONING APPUCANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY ^^^^^^ ^ ^^^^^.^^^^^^^^^^^^^^^ : v u 

FOR CRF SUBMISSION QUESTIONS. PLEASE CONTACT MARK SPENCER, 703-308-4212. 

JfORSEQUIW^CERU^^ INTERPRETATION. PLEASE CONTACT ROBERT WAX, 703-308-4216. 
: PATFNTTN^i c-mail hcin: Da tin2 1 help(@uspto,gov Or phonc 703-306-4119 (R. Wax) 
^^PATENTTO i^^^^ patin3he]pfausnto.gbv <^^ 



iTO i«:pUCE ERRORED SEQUENCE LISTINGS. PX.EASE USE THE CHECKER 
^^^^^ ^RSTON 3jO PROG^ PATENT AND 
f^TRADEMARK OFFICE ' ^ 



Checker Version 3.0 
The Checker Version 3.0 application is a statc-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1. 1990 (old 
rules) and the revised version (new rules) effective July I, 1998.as well as World Intellectual 
Property Organization (WIPO) Standard ST.25.: ^^/v^^M^.*;/ ^ 



Checker Vereion 3.0 replaces the previous DOS-based w 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/515 , 363A 



DATE: 04/13/2001 
TIME: 13:36:25 



Input Set : A:\PTO.txt 

Output Set: N:\CRF3\04122001\I515363A.raw 



Does Not Comply 
Corrected Diskette Needed 



1 <110> APPLICANT: Fisher, Paul<120> Melanoma 

> 2 <130> FILE REFERENCE: 

> 0 <120> TITLE INVENTION: 

> 3 <140> CURRENT APPLICATION NUMBER: 09/515 , 36 3 <14 1 > 2000 - 02 -29 <1 60> 3 <170> Patentin versionA 



DRED SEQUENCES 

737 <210> SEQ ID NO: 3<211> 1026<212> DNA<213> 

738 <223> OTHER INFORMATION: n at position 551 

> 0 <160> NUMBER OF SEQ ID NOS : 

> 739 <211> LENGTH: 

> 739 <212> TYPE: 

> 739 <213> ORGANISM: 

> 7 39 <400> SEQUENCE: 0 

740 gcacattttg gcctacaaag gaccttattg ttaaggcaga 
74 2 atccgccgga ggagctttgt agagcgttgg tcttggtgtc 
7 44 ttctgtttcc cgcggtgtcc ttaaccaaag gcctcctctc 
74 6 ggtggcgtct ccctgaggaa actccctccc cgccaggcag 
748 agaagagaat cgaaacagaa accaaagtca ggcaaactct 
750 agctggactc aaagctccta cccgagtgtg cagcaggatc 
752 gcgcacaccg cagagtccaa agtgccgcgc ctgccggccg 
7 54 gcgcgccgcc ccgctgccca cctgcccgcc tgcccacctg 
756 cgcgcgccgg cctgagagcc ctgtggacaa cctcgtcatt 
7 58 ccctgcttct ntaagtgggc agcggacagc ggcacgcaca 
7 60 ctgcttggga gaaccctctc ccttctctga gaaagaaaga 
762 gacgagaatt tccgctatct catctcgtgc ttcagggcca 
7 64 gtggagcctg tgctggacta cctgaccttt ctgcctgcag 
7 66 aggacagtcg ccacctccgg gaacatgcag gcagttgaac 
768 aagggagtct ggcaccttgg ttggactcgg gaattcgtgg 
7 70 agccctctgg ccgcccgcta catgaaccct gagctcacgg 
772 gagaacgctc atgatgaata tctccaactg ctgaacctcc 
774 aagctt 



Hunian<220><221> Promoter<222> 
represents any nucleotide including 



acctgctggg 
agagagaatt 
ttcacccgcc 
attacgttta 
gtaagaactg 
gccccggtcc 
cacctgcctg 
cccaggtgcg 
gtcaggcaca 
tttcacctgt 
tgtcgaatgg 
gggtgaaaat 
aggtgaagga 
tgctgctgag 
aggccctccg 
acttgccctc 
ttcagcccac 



aaaacaaaat 


60 


cgctttcctt 


120 


ccgaccaaaa 


180 


caaagtcctg 


24 0 


cctgacagaa 


300 


gggaccccag 


360 


ccgcggcccc 


420 


agtgcagccc 


480 


gagcggtaga 


540 


cccgcagaca 


600 


gtattccaca 


660 


gtacatccag 


720 


gcagattcag 


780 


caccttggag 


840 


gagaaccggc 


900 


tccatcgttt 


960 


tctggtggac 


1020 




1026 




'C:\CRF3NOuthold\VsrI5 1 5363A.htm 



4/13/01 



EEQUEhCe LIBiriHC< 110> Fisher, Paul<120> -Jlelanoma 



Differential Associated Gena-5 (mda-5) , Promo^ier and uses Thereof<130> 
0575/60849'^140> 09/515, 363<14I> 2000-02-29*^1 60> 3 <170> Patentin 



version 



3.0<210> 1<211> 3365<212> DNA<213> Human<400> 1 

T r r T r 





/-yjw^ JZAA^-^ ^^e^J-^ cWW/ ^ 

Please review the 

Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



Notice to Comply 



Application No. 

09/515,363 



Examiner 
Bronwen M. Loeb 



Applicant(s) 
FISHER ET AL. 



Art Unit 

1636 



NOTICE TO COMPLY W ITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant must file the items indicated below within the time period set the Office action to which the Notice is attached to 
avoid abandonment under 35 U.S.C. § 133 (extensions of time may be obtained under the provisions of 37 CFR 1.136(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not comply with the requirements 
for such a disclosure as set forth in 37 C.F.R. 1.821 - 1.825 for the following reason(s): 

n 1 This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's attention is 
directed to the final rulemaking notice published at 55 FR 18230 (May 1, 1990), and 1114 OG 29 (May 15, 1990). If 
the effective filing date is on or after July 1, 1998, see the final rulemaking notice published at 63 FR 29620 (June 1, 
1998) and 1211 OG 82 (June 23, 1998). 

□ 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence Listing" as 
required by 37 C.F.R. 1.821(c). 

□ 3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

n 4 A copy of the "Sequence Listing" in computer readable form has been submitted. However, the content of the 
computer readable form does not comply with the requirements of 37 C.F.R. 1.822 and/or 1.823, as indicated on the 
attached copy of the marked -up "Raw Sequence Listing." 

5 The computer readable form that has been filed with this application has been found to be damaged and/or 
unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute computer readable form must be 
submitted as required by 37 C.F.R. 1.825(d). 

□ 6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the "Sequence Listing" 
as required by 37 C.F.R. 1.821(e). 

□ 7. Other: 

Applicant Must Provide: 

^ An initial or substiiuig computer readable form (CRF) copy of the "Sequence Listing . 

El An initial or sub stitute paper copy of the "Sequence Listing", as well as an _amendmen t directincj its e ntry into the 
specification^ 

^ A statement that the content of the paper and computer readable copies are the same and. where applicable, include 
no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 1.825(b) or 1.825(d). 



For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 

For CRF Submission Help, call (703) 308-4212 

Patentin Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentin Software 703-306-2600 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 



J.S. Patent and Trademark Office 



Part of Paper No. 13 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/51 5 , 3 63A 



DATE: 04/13/2001 
TIME: 13:36:25 



Input Set : A:\PTO.txt 

Output Set: N:\CRF3\0412200L\l515363A.raw 



Does Not Comply 
Conec': n DisKette Neeo, 



1 <110> APPLICANT: Fisher, Paul<120> Melanoma 
W--> 2 <130> FILE REFERENCE: 
W--> 0 <120> TITLE INVENTION: 

W--> 3 <I40> CURRENT APPLICATION NUMBER: 09/51 5 , 3 6 3 <14 I > 2000-02-29<I60> 3 <170> Patentin versionA 



ERRORED SEQUENCES 

737 <210> SEQ ID NO: 3<211> 1026<212> DNA<213> 

738 <223> OTHER INFORMATION: n at position 551 
W--> 0 <160> NUMBER OF SEQ ID NOS ; 

W--> 739 <211> LENGTH: 

W--> 739 <212> TYPE: 

W--> 739 <213> ORGANISM: 

E--> 739 <400> SEQUENCE: 0 

740 gcacattttg gcctacaaag gaccttattg ttaaggcaga 

742 atccgccgga ggagctttgt agagcgttgg tcttggtgtc 

744 ttctgtttcc cgcggtgtcc ttaaccaaag gcctcctctc 

74 6 ggtggcgtct ccctgaggaa actccctccc cgccaggcag 

74 8 agaagagaat cgaaacagaa accaaagtca ggcaaactct 

750 agctggactc aaagctccta cccgagtgtg cagcaggatc 

752 gcgcacaccg cagagtccaa agtgccgcgc ctgccggccg 

754 gcgcgccgcc ccgctgccca cctgcccgcc tgcccacctg 

756 cgcgcgccgg cctgagagcc ctgtggacaa cctcgtcatt 

758 ccctgcttct ntaagtgggc agcggacagc ggcacgcaca 

760 ctgcttggga gaaccctctc ccttctctga gaaagaaaga 

762 gacgagaatt tccgctatct catctcgtgc ttcagggcca 

764 gtggagcctg tgctggacta cctgaccttt ctgcctgcag 

766 aggacagtcg ccacctccgg gaacatgcag gcagttgaac 

768 aagggagtct ggcaccttgg ttggactcgg gaattcgtgg 

770 agccctctgg ccgcccgcta catgaaccct gagctcacgg 

772 gagaacgctc atgatgaata tctccaactg ctgaacctcc 
774 aagctt 



Human<220><221> Promoter<222> 
represents any nucleotide including 



acctgctggg 
agagagaatt 
ttcacccgcc 
attacgttta 
gtaagaactg 
gccccggtcc 
cacctgcctg 
cccaggtgcg 
gtcaggcaca 
tttcacctgt 
tgtcgaatgg 
gggtgaaaat 
aggtgaagga 
tgctgctgag 
aggccctccg 
acttgccctc 
ttcagcccac 



aaaacaaaat 
cgctttcctt 
ccgaccaaaa 
caaagtcctg 
cctgacagaa 
gggaccccag 
ccgcggcccc 
agtgcagccc 
gagcggtaga 
cccgcagaca 
gtattccaca 
gtacatccag 
gcagattcag 
caccttggag 
gagaaccggc 
tccatcgttt 
tctggtggac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1026 
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4/13/01 



SBQ^UE^^tE' LieTING< 110> Fisher, Paul<12 0> ^Melanoma 
Differential Associated Gene,-5 (inda-5) , Promoter and uses Thereof<130> 
0575/60849'?140> 09/515, 363<141> 2000-02-29'^160> 3 |^ <170> Patentin version 
3.0<210> 1<211> 3365<212> DNA<213> Human<400> 1 

T T r T T T 





Please review the 



Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



